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Book Chapters 

1. Yushchuk O, Ostash B. Glycopeptide antibiotics: genetics, chemistry, and new screening 

approaches // In: “Natural products from actinomycetes”; Eds.: R.V. Rai, J.A. Bai– Springer 

Nature Singapore Pte Ltd, 2022. – P. 411–446. ISBN: 978-981-16-6132-7 (eBook); 

https://doi.org/10.1007/978-981-16-6132-7_16  

2. Ostash B, Anisimova M. Visualizing codon usage within and across genomes: concepts and 

tools //In: “Statistical modeling and machine learning principles for bioinformatics techniques, 

tools and applications”. Algorithms for Intelligent Systems; Eds.: K.G. Srinivasa, G.M. 

Giddesh, S.R. Manisekar – Springer Nature Singapore Pte Ltd, 2020. – P. 213–288. ISBN: 978-

981-15-2444-8 (Print); https://doi.org/10.1007/978-981-15-2445-5_13   

3. Ostash В. Transcriptional factors of AdpA subfamily in Streptomyces: function and evolution / 

B. Ostash. – Warsaw: Sciendo-De Gruyter Publishing House, 2018. – 67 c. ISBN 978-3-11-

062777-0. https://doi.org/10.2478/9783110627770  

4. Ostash B. Chemoenzymatic and bioenzymatic synthesis of carbohydrate containing natural 

products / B. Ostash, X. Yan, V. Fedorenko, A. Bechthold // "Natural products via enzymatic 

reactions". Top. Curr. Chem., Vol. 297: Ed. J. Piel. – Springer-Verlag Berlin Heidelberg : 

2010. – P. 105–148. https://doi.org/10.1007/128_2010_78  

 

Publications in Ukrainian scientific journals (in English) 

1. Dolya B, Busche T, Jorgensen T, Ochi K, Gren T, Weber T, Kalinowski J, Luzhetskyy A, 

Ostash B. A database of sequenced Streptomyces albus J1074 genomes and uses thereof Visn. 

Lviv. Univ. Ser. Biol. – 2022. – Vol. 86. – P. 26–34. DOI: 10.30970/vlubs.2021.85.03  

2. Melnyk S, Hrab P, Ostash B. Genomic potential of Streptomyces roseochromogenes for the 

production of specialized metabolites: analysis in silico. Visn. Lviv. Univ. Ser. Biol. – 2022. – 

Vol. 87. – P. 48–57. HTTPS://DOI.ORG/10.30970/VLUBS.2022.87.04   

3. Rydkin O, O. Koshla, B. Ostash. The mia mutants of Streptomyces albus J1074 are prone to 
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Vol. 84. – P.33–39. http://dx.doi.org/10.30970/vlubs.2021.84.03  

4. Ostash B, Y. Misaki, B. Dolya, Y. Kharaton, T. Busche, A. Luzhetskyy, J. Kalinowski, K. 
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257. – P. 139–143. https://doi.org/10.7124/FEEO.v27.1316   

5. Mutenko H, Ostash B, Rothballer M, Weiss A, Schmid M, Hartmann A, Fedorenko V. 

Microbe-plant interactions between Streptomyces and model agricultural plants – Hordeum 
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https://doi.org/10.7124/FEEO.v27.1316
http://dx.doi.org/10.30970/vlubs.2019.81.06


9 
 

 

Invited talks and posters 

Oral and poster presentation on the conference of Society of Industrial Microbiology and 

Biotehcnology “Natural products discovery and development in genomic era”, (San Diego, CA), 

January 11–16, 2020. O. Yushchuk, I. Ostash, S. Melnyk, R. Suessmuth, J. Kalinowski, B. 

Ostash. Revealing cryptic secondary metabolome of Streptomyces via manipulation of global 

regulatory gene adpA. https://sim.confex.com/sim/np2020/meetingapp.cgi/Paper/40268  

 

 

Patents 

 

1. International application № WO/2008/021367 (PCT/US2007/01799), C07K 14/00 (2006.01), 

C12N 15/52 (2006.01). Moenomycin biosynthesis-related compositions and methods of use 

thereof / Inventors: B. Ostash, S. Walker. Filed and owned by Harvard University. - № 

WO/2008/021367, filed on 13.08.2007; published on 25.08.2015. Valid until 2031. 

https://patents.google.com/patent/US20100279980A1/en  

2. International application № WO/2009/046314 (PCT/US2008/078771), A01N 43/04 

(2006.01), A61K 31/70 (2006.01), A61K 38/16 (2006.01). Moenomycin analogs, methods 

of synthesis, and uses thereof / Inventors: Kahne D., Walker S., Adachi M., Doud E., 

Shinichiro F., X. Lin., Zhang Y., Tsukamoto H., Ostash B. Filed and owned by Harvard 

University. - № WO/2009/046314, https://patents.google.com/patent/EP2205074A2/en  

 

Op-eds 

 

Piven O, Pokrytiuk V, Kasianchuk N, Ostash B, Dekina S, Panchuk R, Boldyriev O, Bashynska 

V, Zaremba A, Faidiuk Y, Obolenskaya MY, Polishchuk A, Petrenko O. The resilience of 

Ukrainian scientists. Cell Syst. 2024 Apr 17;15(4):298-304. doi: 10.1016/j.cels.2024.03.006. 

PMID: 38636455. 
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